Figure 15. Nucleotide Sequence for CGI 0631 8-01. 



>CG106318-01 4810 nt 

GTCCATGGGGCCGATGTATGGGAGATGAATGTGGTCCCGGAGGCATCCAAACGAGGGCTG 

TGTGGTGTGCTCATGTGGAGGGATGGACTACACTGCATACTAACTGTAAGCAGGCCGAGA 

GACCCAATAACCAGCAGAATTGTTTCAAAGTTTGCGATTGGCACAAAGAGTTGTACGACT 

GGAGACTGGGACCTTGGAATCAGTGTCAGCCCGTGATTTCAAAAAGCCTAGAGAAACCTC 

TTGAGTGCATTAAGGGGGAAGAAGGTATTCAGGTGAGGGAGATAGCGTGCATCCAGAAAG 

ACAAAGACATTCCTGCGGAGGATATCATCTGTGAGTACTTTGAGCCCAAGCCTCTCCTGG 

AGCAGGCTTGCCTCATTCCTTGCCAGCAAGATTGCATCGTGTCTGAATTTTCTGCCTGGT 

CCGAATGCTCCAAGACCTGCGGCAGCGGGCTCCAGCACCGGACGCGTCATGTGGTGGCGC 

CCCCGCAGTTCGGAGGCTCTGGCTGTCCAAACCTGACGGAGTTCCAGGTGTGCCAATCCA 

GTCCATGCGAGGCCGAGGAGCTCAGGTACAGCCTGCATGTGGGGCCCTGGAGCACCTGCT 

CAATGCCCCACTCCCGACAAGTAAGACAAGCAAGGAGACGCGGGAAGAATAAAGAACGGG 

AAAAGGACCGCAGCAAAGGAGTAAAGGATCCAGAAGCCCGCGAGCTTATTAAGAAAAAGA 

GAAACAGAAACAGGCAGAACAGACAAGAGAACAAATATTGGGACATCCAGATTGGATATC 

AGACCAGAGAGGTTATGTGCATTAACAAGACGGGGAAAGCTGCTGATTTAAGCTTTTGCC 

AGCAAGAGAAGCTTCCAATGACCTTCCAGTCCTGTGTGATCACCAAAGAGTGCCAGGTTT 

CCGAGTGGTCAGAGTGGAGCCCCTGCTCAAAAACATGCCATGACATGGTGTCCCCTGCAG 

GCACTCGTGTAAGGACACGAACCATCAGGCAGTTTCCCATTGGCAGTGAAAAGGAGTGTC 

CAGAATTTGAAGAAAAAGAACCCTGTTTGTCTCAAGGAGATGGAGTTGTCCCCTGTGCCA 

CGTATGGCTGGAGAACTACAGAGTGGACTGAGTGCCGTGTGGACCCTTTGCTCAGTCAGC 

AGGACAAGAGGCGCGGCAACCAGACGGCCCTCTGTGGAGGGGGCATCCAGACCCGAGAGG 

TGTACTGCGTGCAGGCCAACGAAAACCTCCTCTCACAATTAAGTACCCACAAGAACAAAG 

AAGCCTCAAAGCCAATGGACTTAAAATTATGCACTGGACCTATCCCTAATACTACACAGC 

TGTGCCACATTCCTTGTCCAACTGAATGTGAAGTTTCACCTTGGTCAGCTTGGGGACCTT 

GTACTTATGAAAACTGTAATGATCAGCAAGGGAAAAAAGGCTTCAAACTGAGGAAGCGGC 

GCATTACCAATGAGCCCACTGGAGGCTCTGGGGTAACCGGAAACTGCCCTCACTTACTGG 

AAGCCATTCCCTGTGAAGAGCCTGCCTGTTATGACTGGAAAGCGGTGAGACTGGGAGACT 

GCGAGCCAGATAACGGAAAGGAGTGTGGTCCAGGCACGCAAGTTCAAGAGGTTGTGTGCA 

TCAACAGTGATGGAGAAGAAGTTGACAGACAGCTGTGCAGAGATGCCATCTTCCCCATCC 

CTGTGGCCTGTGATGCCCCATGCCCGAAAGACTGTGTGCTCAGCACATGGTCTACGTGGT 

CCTCCTGCTCACACACCTGCTCAGGGAAAACGACAGAAGGGAAACAGATACGAGCACGAT 

CCATTCTGGCCTATGCGGGTGAAGAAGGTGGAATTCGCTGTCCAAATAGCAGTGCTTTGC 

AAGAAGTACGAAGCTGTAATGAGCATCCTTGCACAGTGTACCACTGGCAAACTGGTCCCT 

GGGGCCAGTGCATTGAGGACACCTCAGTATCGTCCTTCAACACAACTACGACTTGGAATG 

GGGAGGCCTCCTGCTCTGTCGGCATGCAGACAAGAAAAGTCATCTGTGTGCGAGTCAATG 

TGGGCCAAGTGGGACCCAAAAAATGTCCTGAAAGCCTTCGACCTGAAACTGTAAGGCCTT 

GTCTGCTTCCTTGTAAGAAGGACTGTATTGTGACCCCATATAGTGACTGGACATCATGCC 

CCTCTTCGTGTAAAGAAGGGGACTCCAGTATCAGGAAGCAGTCTAGGCATCGGGTCATCA 

TTCAGCTGCCAGCCAACGGGGGCCGAGACTGCACAGATCCCCTCTATGAAGAGAAGGCCT 

GTGAGGCACCTCAAGCGTGCCAAAGCTACAGGTGGAAGACTCACAAATGGCGCAGATGCC 

AATTAGTCCCTTGGAGCGTGCAACAAGACAGCCCTGGAGCACAGGAAGGCTGTGGGCCTG 

GGCGACAGGCAAGAGCCATTACTTGTCGCAAGCAAGATGGAGGACAGGCTGGAATCCATG 

AGTGCCTACAGTATGCAGGCCCTGTGCCAGCCCTTACCCAGGCCTGCCAGATCCCCTGCC 

AGGATGACTGTCAATTGACCAGCTGGTCCAAGTTTTCTTCATGCAATGGAGACTGTGGTG 

CAGTTAGGACCAGAAAGCGCACTCTTGTTGGAAAAAGTAAAAAGAAGGAAAAATGTAAAA 

ATTCCCATTTGTATCCCCTGATTGAGACTCAGTATTGTCCTTGTGACAAATATAATGCAC 

AACCTGTGGGGAACTGGTCAGACTGTATTTTACCAGAGGGAAAAGTGGAAGTGTTGCTGG 

GAATGAAAGTACAAGGAGACATCAAGGAATGCGGACAAGGATATCGTTACCAAGCAATGG 

CATGCTACGATCAAAATGGCAGGCTTGTGGAAACATCTAGATGTAACAGCCATGGTTACA 

TTGAGGAGGCCTGCATCATCCCCTGCCCCTCAGACTGCAAGCTCAGTGAGTGGTCCAACT 

GGTCGCGCTGCAGCAAGTCCTGTGGGAGTGGTGTGAAGGTTCGTTCTAAATGGCTGCGTG 

AAAAACCATATAATGGAGGAAGGCCTTGCCCCAAACTGGACCATGTCAACCAGGCACAGG 

TGTATGAGGTTGTCCCATGCCACAGTGACTGCAACCAGTACCTATGGGTCACAGAGCCCT 

GGAGCATCTGCAAGGTGACCTTTGTGAATATGCGGGAGAACTGTGGAGAGGGCGTGCAAA 

CCCGAAAAGTGAGATGCATGCAGAATACAGCAGATGGCCCTTCTGAACATGTAGAGGATT 

ACCTCTGTGACCCAGAAGAGATGCCCCTGGGCTCTAGAGTGTGCAAATTACCATGCCCTG 

AGGACTGTGTGATATCTGAATGGGGTCCATGGACCCAATGTGTTTTGCCTTGCAATCAAA 

GCAGTTTCCGGCAAAGGTCAGCTGATCCCATCAGACAACCAGCTGATGAAGGAAGATCTT 

GCCCTAATGCTGTTGAGAAAGAACCCTGTAACCTGAACAAAAACTGCTACCACTATGATT 

ATAATGTAACAGACTGGAGTACATGTCAGCTGAGTGAGAAGGCAGTTTGTGGAAATGGAA 

TAAAAACAAGGATGTTGGATTGTGTTCGAAGTGATGGCAAGTCAGTTGACCTGAAATATT 

GTGAAGCGCTTGGCTTGGAGAAGAACTGGCAGATGAACACGTCCTGCATGGTGGAATGCC 
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CTGTGAACTGTCAGCTTTCTGATTGGTCTCCTTGGTCAGAATGTTCTCAAACATGTGGCC 

TCACAGGAAAAATGATCCGAAGACGAACAGTGACCCAGCCCTTTCAAGGTGATGGAAGAC 

CATGCCCTTCCCTGATGGACCAGTCCAAACCCTGCCCAGTGAAGCCTTGTTATCGGTGGC 

AATATGGCCAGTGGTCTCCATGCCAAGTGCAGGAGGCCCAGTGTGGAGAAGGGACCAGAA 

CAAGGAACATTTCTTGTGTAGTAAGTGATGGGTCAGCTGATGATTTCAGCAAAGTGGTGG 

ATGAGGAATTCTGTGCTGACATTGAACTCATTATAGATGGTAATAAAAATATGGTTCTGG 

AGGAATCCTGCAGCCAGCCTTGCCCAGGTGACTGTTATTTGAAGGACTGGTCTTCCTGGA 

GCCTGTGTCAGCTGACCTGTGTGAATGGTGAGGATCTAGGCTTTGGTGGAATACAGGTCA 

GATCCAGACCGGTGATTATACAAGAACTAGAGAATCAGCATCTGTGCCCAGAGCAGATGT 

TAGAAACAAAATCATGTTATGATGGACAGTGCTATGAATATAAATGGATGGCCAGTGCTT 

GGAAGGGCTCTTCCCGAACAGTGTGGTGTCAAAGGTCAGATGGTATAAATGTAACAGGGG 

GCTGCTTGGTGATGAGCCAGCCTGATGCCGACAGGTCTTGTAACCCACCGTGTAGTCAAC 

CCCACTCGTACTGTAGCGAGACAAAAACATGCCATTGTGAAGAAGGGTACACTGAAGTCA 

TGTCTTCTAACAGCACCCTTGAGCAATGCACACTTATCCCCGTGGTGGTATTACCCACCA 

TGGAGGACAAAAGAGGAGATGTGAAAACCAGTCGGGCTGTACATCCAACCCAACCCTCCA 

GTAACCCAGCAGGACGGGGAAGGACCTGGTTTCTACAGCCATTTGGGCCAGATGGGAGAC 

TAAAGACCTGGGTTTACGGTGTAGCAGCTGGGGCATTTGTGTTACTCATCTTTATTGTCT 

CCATGATTTATCTAGCTTGCAAAAAGCCAAAGAAACCCCAAAGAAGGCAAA ACAAC CGAC 

TGAAACCTTTAACCTTAGCCTATGATGGAGATGCCGACATGTAACATATAACTTTTCCTG 

GCAACAACCA (SEQ ID NO: 40) 



Protein Sequence for CG106318-01 ORF Start: 18 0RFStop: 4782 Frame: 3 



Protein Sequence: 

>CG1 0631 8-01 -prot 1588 aa 

MGDECGPGGIQTRAVWCAHVEGWTTLHTNCKQAERPNNQQNCFKVCDWHKELYDWRLGPW 

NQCQPVISKSLEKPLECIKGEEGIQVREIACIQKDKDIPAEDIICEYFEPKPLLEQACLI 

PCQQDCIVSEFSAWSECSKTCGSGLQHRTRHWAPPQFGGSGCPNLTEFQVCQSSPCEAE 

ELRYSLHVGPWSTCSMPHSRQVRQARRRGKNKEREKDRSKGVKDPEARELIKKKRNRNRQ 

NRQENKYWDIQIGYQTREVMCINKTGKAADLSFCQQEKLPMTFQSCVITKECQVSEWSEW 

SPCSKTCHDMVSPAGTRVRTRTIRQFPIGSEKECPEFEEKEPCLSQGDGWPCATYGWRT 

TEWTECRVDPLLSQQDKRRGNQTALCGGGIQTREVYCVQANENLLSQLSTHKNKEASKPM 

DLKLCTGPIPNTTQLCHIPCPTECEVSPWSAWGPCTYENCNDQQGKKGFKLRKRRITNEP 

TGGSGVTGNCPHLLEAIPCEEPACYDWKAVRLGDCEPDNGKECGPGTQVQEWCINSDGE 

EVDRQLCRDAIFPIPVACPAPCPKDCVLSTWSTWSSCSHTCSGKTTEGK QIRAR SILAYA 

GEEGGIRCPNSSALQEVRSCNEHPCTWHWQTGPWGQCIEDTSVSSFNTTTTWNGEASCS 

VGMQTRKVICVRVNVGQVGPKKCPESLRPETVRPCLLPCKKDCIVTPYSDWTSCPSSCKE 

GDSSIRKQSRHRVIIQLPANGGRDCTDPLYEEKACEAPQACQSYRWKTHKWRRCQLVPWS 

VQQDSPGAQEGCGPGRQARAITCRKQDGGQAGIHECLQYAGPVPALTQACQIPCQDDCQL 

TSWSKFSSCNGDCGAVRTRKRTLVGKSKKKEKCKNSHLYPLIETQYCPCDKYNAQPVGNW 

SDCILPEGKVEVLLGMKVQGDIKECGQGYRYQAMACYDQNGRLVETSRCNSHGYIEEACI 

IPCPSDCKLSEWSNWSRCSKSCGSGVKVRSKWLREKPYNGGRPCPKLDHVNQAQVYEWP 

CHSDCNQYLWVTEPWSICKVTFVNMRENCGEGVQTRKVRCMQNTADGPSEHVEDYLCDPE 

EMPLGSRVCKLPCPEDCVISEWGPWTQCVLPCNQSSFRQRSADPIRQPADEGRSCPNAVE 

KEPCNLNKNCYHYDYNVTDWSTCQLSEKAVCGNGIKTRMLDCVRSDGKSVDLKYCEALGL 

EKNWQMNTSCMVECPVNCQLSDWSPWSECSQTCGLTGKMIRRRTVTQPFQGDGRPCPSLM 

DQSKPCPVKPCYRWQYGQWSPCQVQEAQCGEGTRTRNISCWSDGSADDFSKWDEEFCA 

DIELIIDGNKNMVLEESCSQPCPGDCYLKDWSSWSLCQLTCVNGEDLGFGGIQVRSRPVI 

IQELENQHLCPEQMLETKSCYDGQCYEYKWMASAWKGSSRTVWCQRSDGINVTGGCLVMS 

QPDADRSCNPPCSQPHSYCSETKTCHCEEGYTEVMSSNSTLEQCTLIPVWLPTMEDKRG 

DVKTSRAVHPTQPSSNPAGRGRTWFLQPFGPDGRLKTWVYGVAAGAFVLLIFIVSMIYLA 

CKKPKKPQRRQNNRLKPLTLAYDGDADM (SEQ ID NO: 41) 
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Figure 16, Nucleotide and Protein Sequences for CG50817-04. 



>CG5081 7-04 1447 nt 

GCGGACACCAGTGATGCTCCTGGGACCCTACGCAATCTGCGCCTGCGTCTCATCAGTCGC 

CCCACATGTAACTGTATCTACAACCAGCTGCACCAGCGACACCTGTCCAACCCGGCCCGG 

CCTGGGATGCTATGTGGGGGCCCCCAGCCTGGGGTGCAGGGCCCCTGTCAGGTCTGATAG 

GGAGAAGAGAAGGAGCAGAAGGGGAGGGGCCTAACCCTGGGCTGGGGGTTGGACTCACAG 

GACTGGGGGAAAGAGCTGCAATCAGAGGGTGTCTGCCATAGCTGGGCTCAGGCATCTGTC 

CTTGGCTTTGTTGCCTGGCTCCAGGGAGATTCCGGGGGCCCTGTGCTGTGCCTCGAGCCT 

GACGGACACTGGGTTCAGGCTGGCATCATCAGCTTTGCATCAAGCTGTGCCCAGGAGGAC 

GCTCCTGTGCTGCTGACCAACACAGCTGCTCACAGTTCCTGGCTGCAGGCTCGAGTTCAG 

GGGGCAGCTTTCCTGGCCCAGAGCCCAGAGACCCCGGAGATGAGTGATGAGGACAGCTGT 

GTAGCCTGTGGATCCTTGAGGACAGCAGGTCCCCAGGCAGGAGCACCCTCCCCATGGCCC 

TGGGAGGCCAGGCTGATGCACCAGGGACAGCTGGCCTGTGGCGGAGCCCTGGTGTCAGAG 

GAGGCGGTGCTAACTGCTGCCCACTGCTTCATTGGGCGCCAGGCCCCAGAGGAATGGAGC 

GTAGGGCTGGGGACCAGACCGGAGGAGTGGGGCCTGAAGCAGCTCATCCTGCATGGAGCC 

TACACCCACCCTGAGGGGGGCTACGACATGGCCCTCCTGCTGCTGGCCCAGCCTGTGACA 

CTGGGAGCCAGCCTGCGGCCCCTCTGCCTGCCCTATGCTGACCACCACCTGCCTGATGGG 

GAGCGTGGCTGGGTTCTGGGACGGGCCCGCCCAGGAGCAGGCATCAGCTCCCTCCAGACA 

GTGCCCGTGACCCTCCTGGGGCCTAGGGCCTGCAGCCGGCTGCATGCAGCTCCTGGGGGT 

GATGGCAGCCCTATTCTGCCGGGGATGGTGTGTACCAGTGCTGTGGGTGAGCTGCCCAGC 

TGTGAGGCCAACCAACCAGCTGCTGACAGGGGACCTGGCCATTCTCAGGAACAAGAGAAT 

GCAGGCAGGCAAATGGCATTACTGCCCCTGTCCTCCCCACCCTGTCATGTGTGATTCCAG 

GCACCAGGGCAGGCCCAGAAGCCCAGCAGCTGTGGGAAGGAACCTGCCTGGGGCCACAGG 

TGCCCACTCCCCACCCTGCAGGACAGGGGTGTCTGTGGACACTCCCACACCCAACTCTGC 

TACCAAGCAGGCGTCTCAGCTTTCCTCCTCCTTTACCCTTTCAGATACAATCACGCCAGC 

C AC G TTG TTTTG AAAATTTC 1 1 I I I I IGGGGGGCAGCAGTTTTCC I I Mil lAAACTTAA 

ATAAATT (SEQ ID NO:42) 

Protein Sequence for CG50817-04 ORF Start: 520 ORF Stop: 1192 Frame: 1 

Protein Sequence: 
>CG50817-04-prot 224 aa 

MSDEDSCVACGSLRTAGPQAGAPSPWPWEARLMHQGQLACGGALVSEEAVLTAAHCFIGR 
QAPEEWSVGLGTRPEEWGLKQLILHGAYTHPEGGYDMALLLLAQPVTLGASLRPLCLPYA 
DHHLPDGERGWVLGRARPGAGISSLQTVPVTLLGPRACSRLHAAPGGDGSPILPGMVCTS 
AVGELPSCEANQPAADRGPGHSQEQENAGRQMALLPLSSPPCHV (SEQ ID NO:43) 

Figure 17. Nucleotide and Protein Sequences for CG50817-05. 

. Nucleotide sequence encoding the Peptidase-Iike protein of the invention. 

>CG50817-05 

CGCTGGGCCTCTGTCCTG ATGCTGCTGAGCTCCCTGGTGTCTCTCGCTGGTTCTGTCTAC 60 
CTGGCCTGGATCCTGTTCTTCGTGCTCTATGATTTCTGCATTGTTTGTATCACCACCTAT 120 
GCTATCAACGTGAGCCTGATGTGGCTCAGTTTCCGGAAGGTCCAAGAACCCCAGGGCCAA 180 
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CCCAAGCCTCAGGAGGGCAACACAGTCCCTGGCGAGTGGCCCTGGCAGGCCAGTGTGAGG 240 
AGGCAAGGAGCCCACATCTGCAGCGGCTCCCTGGTGGCAGACACCTGGGTCCTCACTGCT 300 
GCCCACTGCTTTGAAAAGGCAGCAGCAACAGAACTGAATTCCTGCGTGAGGGACTCAGCC 360 
CCTGGGGCCGAAGAGGTGGGGGTGGCTGCCCTGCAGTTGCCCAGGGCCTATAACCACTAC 420 
AGCCAGGGCTCAGACCTGGCCCTGCTGCAGCTCGCCCACCCCACGACCCACACACCCCTC 480 
TGCCTGCCCCAGCCCGCCCATCGCTTCCCCTTTGGAGCCTCCTGCTGGGCCACTGGCTGG 540 
GATCAGGACACCAGTGATGCTCCTGGGACCCTACGCAATCTGCGCCTGCGTCTCATCAGT 600 
CGCCCCACATGTAACTGTATCTACAACCAGCTGCACCAGCGACACCTGTCCAACCCGGCC 660 
CGGCCTGGGATGCTATGTGGGGGCCCCCAGCCTGGGGTGCAGGGCCCCTGTCAGGGAGAT 720 
TCCGGGGGCCCTGTGCTGTGCCTCGAGCCTGACGGACACTGGGTTCAGGCTGGCATCATC 780 
AGCTTTGCATCAAGCTGTGCCCAGGAGGACGCTCCTGTGCTGCTGACCAACACAGCTGCT 840 
CACAGTTCCTGGCTGCAGGCTCGAGTTCAGGGGGCAGCTTTCCTGGCCCAGAGCCCAGAG 900 
ACCCCGGAGATGAGTGATGAGGACAGCTGTGTAGCCTGTGGATCCTTGAGGACAGCAGGT 960 
CCCCAGGCAGGAGCACCCTCCCCATGGCCCTGGGAGGCCAGGCTGATGCACCAGGGACAG 1020 
CTGGCCTGTGGCGGAGCCCTGGTGTCAGAGGAGGCGGTGCTAACTGCTGCCCACTGCTTC 1080 
ATTGGGCGCCAGGCCCCAGAGGAATGGAGCGTAGGGCTGGGGACCAGACCGGAGGAGTGG 1 1 40 
GGCCTGAAGCAGCTCATCCTGCATGGAGCCTACACCCACCCTGAGGGGGGCTACGACATG 1 200 
GCCCTCCTGCTGCTGGCCCAGCCTGTGACACTGGGAGCCAGCCTGCGGCCCCTCTGCCTG 1260 
CCCTATGCTGACCACCACCTGCCTGATGGGGAGCGTGGCTGGGTTCTGGGACGGGCCCGC 1320 
CCAGGAGCAGGCATCAGCTCCCTCCAGACAGTGCCCGTGACCCTCCTGGGGCCTAGGGCC 1380 
TGCAGCCGGCTGCATGCAGCTCCTGGGGGTGATGGCAGCCCTATTCTGCCGGGGATGGTG 1 440 
TGTACCAGTGCTGTGGGTGAGCTGCCCAGCTGTGAGGCCAACCAACCAGCTGCTGACAGG 1500 
GGACCTGGCCATTCTCAGGAACAAGAGAATGCAGGCAGGCAAATGGCATTACTGCCCCTG 1 560 
TCCTCCCCACCCTGTCATGTGTGA TTCCAGGC 1 592 

(SEQ ID NO: 44) 



Protein sequence encoded by the coding sequence shown above. 

>CG50817-05 

MLLSSLVSUVGSVYLAWILFFVLYDFCIVCITTYAINVSLMWLSFRKVQEPQGQPKPQEG 60 
NTVPGEWPWQASVRRQGAHICSGSLVADTWVLTAAHCFEKAAATELNSCVRDSAPGAEEV 1 20 
GVAALQLPRAYNHYSQGSDLALLQLAHPTTHTPLCLPQPAHRFPFGASCWATGWDQDTSD 180 
APGTLRNLRLRLISRPTCNCIYNQLHQRHLSNPARPGMLCGGPQPGVQGPCQGDSGGPVL 240 
CLEPDGHWVQAGIISFASSCAQEDAPVLLTNTAAHSSWLQARVQGAAFLAQSPETPEMSD 300 
EDSCVACGSLRTAGPQAGAPSPWPWEARLMHQGQLACGGALVSEEAVLTAAHCFIGRQAP 360 
EEWSVGLGTRPEEWGLKQLILHGAYTHPEGGYDMALLLLAQPVTLGASLRPLCLPYADHH 420 
LPDGERGWVLGRARPGAGISSLQTVPVTLLGPRACSRLHAAPGGDGSPILPGMVCTSAVG 480 
ELPSCEANQPAADRGPGHSQEQENAGRQMALLPLSSPPCHV 521 
(SEQ ID NO:45) 

Figure 18. Nucleotide and Protein Sequences for CG50817-06. 

Nucleotide sequence encoding the Peptidase-like protein of the invention. 

>CG50817-06 

AGCGACACCTGTCCAACCCGGCCCGGCCTGGG ATGCTATGTGGGGGCCCCCAGCCTGGGG 60 
TGCAGGGCCCCTGTCAGGGAGATTCCGGGGGCCCTGTGCTGTGCCTCGAGCCTGACGGAC 120 
ACTGGGTTCAGGCTGGCATCATCAGCTTTGCATCAAGCTGTGCCCAGGAGGACGCTCCTG 180 
TGCTGCTGACCAACACAGCTGCTCACAGTTCCTGGCTGCAGGCTCGAGTTCAGGGGGCAG 240 
CTTTCCTGGCCCAGAGCCCAGAGACCCCGGAGATGAGTGATGAGGACAGCTGTGTAGCCT 300 
GTGGATCCTTGAGGACAGCAGGTCCCCAGGCAGGAGCACCCTCCCCATGGCCCTGGGAGG 360 
CCAGGCTGATGCACCAGGGACAGCTGGCCTGTGGCGGAGCCCTGGTGTCAGAGGAGGCGG 420 
TGCTAACTGCTGCCCACTGCTTCATTGGGCGCCAGGCCCCAGAGGAATGGAGCGTAGGGC 480 
TGGGGACCAGACCGGAGGAGTGGGGCCTGAAGCAGCTCATCCTGCATGGAGCCTACACCC 540 
ACCCTGAGGGGGGCTACGACATGGCCCTCCTGCTGCTGGCCCAGCCTGTGACACTGGGAG 600 
CCAGCCTGCGGCCCCTCTGCCTGCCCTATGCTGACCACCACCTGCCTGATGGGGAGCGTG 660 
GCTGGGTTCTGGGACGGGCCCGCCCAGGAGCAGGCATCAGCTCCCTCCAGACAGTGCCCG 720 
TGACCCTCCTGGGGCCTAGGGCCTGCAGCCGGCTGCATGCAGCTCCTGGGGGTGATGGCA 780 
GCCCTATTCTGCCGGGGATGGTGTGTACCAGTGCTGTGGGTGAGCTGCCCAGCTGTGAGG 840 
CCAACCAACCAGCTGCTGACAGGGGACCTGGCCATTCTCAGGAACAAGAGAATGCAGGCA 900 
GGCAAATGGCATTACTGCCCCTGTCCTCCCCACCCTGTCATGTGTGA TTCCAGGCACCAG 960 
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GGCAGGCCCAGAAGCCCAGCAGCTGTGGGAAGGAACCTGCCTGGGGCCACAGGTGCCCAC 1020 
TCCCCACCCTGCAGGACAGGGGTGTCTGTGGACACTCCCACACCCAACTCTGCTACCAAG 1080 
CAGGCGTCTCAGCTTTCCTCCTCCTTTACCCTTTCAGATACAATCACGCCAGCCACGTTG 1140 
TTTTG AAAATTTC T I I I ITTGGGGGGCAGCAGTTTTCCTTTTTTTAAACTTAAATAAATT 1200 

(SEQ ID NO:46) 

Protein sequence encoded by the coding sequence shown above. 

>CG50817-06 

MLCGGPQPGVQGPCQGDSGGPVLCLEPDGHWVQAGIISFASSCAQEDAPVLLTNTAAHSS 60 
WLQARVQGAAFLAQSPETPEMSDEDSCVACGSLRTAGPQAGAPSPWPWEARLMHQGQLAC 120 
GGALVSEEAVLTAAHCFIGRQAPEEWSVGLGTRPEEWGLKQLILHGAYTHPEGGYDMALL 180 
LLAQPVTLGASLRPLCLPYADHHLPDGERGWVLGRARPGAGISSLQTVPVTLLGPRACSR 240 
LHAAPGGDGSPILPGMVCTSAVGELPSCEANQPAADRGPGHSQEQENAGRQMALLPLSSP 300 
PCHV 304 
(SEQ ID NO:47) 

Figure 19. Nucleotide and Protein Sequences For CG51099-03. 



Nucleotide sequence encoding the Serine Protease-like protein of the 
invention. 



>CG51099-03 

CGGAGAGACGCAGTCGGCTGCCACCCCGGG ATGGGTCGCTGGTGCCAGACCGTCGCGCGC 
GGGCAGCGCCCCCGGACGTCTGCCCCCTCCCGCGCCGGTGCCCTGCTGCTGCTGCTTCTG 
TTGCTGAGGTCTGCAGGTTGCTGGGGCGCAGGGGAAGCCCCGGGGGCGCTGTCCACTGCT 
GATCCCGCCGACCAGAGCGTCCAGTGTGTCCCCAAGGCCACCTGTCCTTCCAGCCGGCCT 
CGCCTTCTCTGGCAGACCCCGACCACCCAGACACTGCCCTCGACCACCATGGAGACCCAA 
TTCCCAGTTTCTGAAGGCAAAGTCGACCCATACCGCTCCTGTGGCTTTTCCTACGAGCAG 
GACCCCACCCTCAGGGACCCAGAAGCCGTGGCTCGGCGGTGGCCCTGGATGGTCAGCGTG 
CGGGCCAATGGCACACACATCTGTGCCGGCACCATCATTGCCTCCCAGTGGGTGCTGACT 
GTGGCCCACTGCCTGATCTGGCGTGATGTTATCTACTCAGTGAGGGTGGGGAGTCCGTGG 
ATTGACCAGATGACGCAGACCGCCTCCGATGTCCCGGTGCTCCAGGTCATCATGCATAGC 
AGGTACCGGGCCCAGCGGTTCTGGTCCTGGGTGGGCCAGGCCAACGACATCGGCCTCCTC 
AAGCTCAAGCAGGAACTCAAGTACAGCAATTACGTGCGGCCCATCTGCCTGCCTGGCACG 
GACTATGTGTTGAAGGACCATTCCCGCTGCACTGTGACGGGCTGGGGACTTTCCAAGGCT 
GACGGCATGTGGCCTCAGTTCCGGACCATTCAGGAGAAGGAAGTCATCATCCTGAACAAC 
7A7\AGAGTGTGAC7AATTTCTACCACAACTTCACCAAAATCCCCACTCTGGTTCAGATCATC 
AAGTCCCAGATGATGTGTGCGGAGGACACCCACAGGGAGAAGTTCTGCTATGAGCTAACT 
GGAGAGCCCTTGGTCTGCTCCATGGAGGGCACGTGGTACCTGGTGGGATTGGTGAGCTGG 
GGTGCAGGCTGCCAGAAGAGCGAGGCCCCACCCATCTACCTACAGGTCTCCTCCTACCAA 
CACTGGATCTGGGACTGCCTCAACGGGCAGGCCCTGGCCCTGCCAGCCCCATCCAGGACC 
CTGCTCCTGGCACTCCCACTGCCCCTCAGCCTCCTTGCTGCCCTCTG ACTCTGTGTGCCC 
TCCCTCACTTGTGA 
(SEQ ID NO: 48) 

Protein sequence encoded by the nucleotide sequence shown above. 



>CG51099-03 

MGRWCQTVARGQRPRTSAPSRAGALLLLLLLLRSAGCWGAGEAPGALSTADPADQSVQCV 60 
PKATCPSSRPRLLWQTPTTQTLPSTTMETQFPVSEGKVDPYRSCGFSYEQDPTLRDPEAV 120 
ARRWPWMVSVRANGTHICAGTIIASQWVLTVAHCLIWRDVIYSVRVGSPWIDQMTQTASD 180 
VPVLQVIMHSRYRAQRFWSWVGQANDIGLLKLKQELKYSNYVRPICLPGTDYVLKDHSRC 240 
TVTGWGLSKADGMWPQFRTIQEKEVIILNNKECDNFYHNFTKIPTLVQIIKSQMMCAEDT 300 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1214 
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HREKFCYELTGEPLVCSMEGTWYLVGLVSWGAGCQKSEAPPIYLQVSSYQHWIWDCLNGQ 360 
ALALPAPSRTLLLALPLPLSLLAAL 385 (SEQ ID 

NO:49) 



Figure 20. Nucleotide and Protein Sequences For CG57051-04. 



Nucleotide sequence encoding the Angiopoietin-like protein, CG57051-04. 



>CG57051-04 

TGCGGATCCTCACACGACTGTGATCCGATTCTTTCCAGCGGCTTCTGCAACCAAGCGGGT 60 
CTTACCCCCGGTCCTCCGCGTCTCCAGTCCTCGCACCTGGAACCCCAACGTCCCCGAGAG 120 
TCCCCGAATCCCCGCTCCCAGGCTACCTAAGAGGA TGAGCGGTGCTCCGACGGCCGGGGC 180 
AGCCCTGATGCTCTGCGCCGCCACCGCCGTGCTACTGAGCGCTAGATCTGGACCCGTGCA 240 
GTCCAAGTCGCCGCGCTTTGCGTCCTGGGACGAGATGAATGTCCTGGCGCACGGACTCCT 300 
GCAGCTCGGCCAGGGGCTGCGCGAACACGCGGAGCGCACCCGCAGTCAGCTGAGCGCGCT 360 
GGAGCGGCGCCTGAGCGCGTGCGGGTCCGCCTGTCAGGGAACCGAGGGGTCCACCGACCT 420 
CCCGTTAGCCCCTGAGAGCCGGGTGGACCCTGAGGTCCTTCACAGCCTGCAGACACAACT 480 
CAAGGCTCAGAACAGCAGGATCCAGCAACTCTTCCACAAGGTGGCCCAGCAGCAGCGGCA 540 
CCTGGAGAAGCAGCACCTGCGAATTCAGCATCTGCAAAGCCAGTTTGGCCTCCTGGACCA 600 
CAAGCACCTAGACCATGAGGTGGCCAAGCCTGCCCGAAGAAAGAGGCTGCCCGAGATGGC 660 
CCAGCCAGTTGACCCGGCTCACAATGTCAGCCGCCTGCACCGAGGCTGGTGGTTTGGCAC 720 
CTGCAGCCATTCCAACCTCAACGGCCAGTACTTCCGCTCCATCCCACAGCAGCGGCAGAA 780 
GCTTAAGAAGGGAATCTTCTGGAAGACCTGGCGGGGCCGCTACTACCCGCTGCAGGCCAC 840 
CACCATGTTGATCCAGCCCATGGCAGCAGAGGCAGCCTCCTAG CGTCCTGGCTGGGCCTG 900 
GTCCCAGGCCCACGAAAGACGGTGACTCTTGGCTCTG 937 (SEQ ID NO:50) 



Protein sequence encoded by the nucleotide sequence shown above. 



>CG57051-04 

MSGAPTAGAALMLCAATAVLLSARSGPVQSKSPRFASWDEMNVLAHGLLQLGQGLREHAE 60 
RTRSQLSALERRLSACGSACQGTEGSTDLPLAPESRVDPEVLHSLQTQLKAQNSRIQQLF 120 
HKVAQQQRHLEKQHLRIQHLQSQFGLLDHKHLDHEVAKPARRKRLPEMAQPVDPAHNVSR 180 
LHRGWWFGTCSHSNLNGQYFRSIPQQRQKLKKGIFWKTWRGRYYPLQATTMLIQPMAAEA 240 
AS 242 (SEQIDNO:51) 



Figure 21. Nucleotide and Protein Sequences For CG57051-05. 



Nucleotide sequence encoding the Angiopoietin-like protein, CG57051-05. 



>CG57051-05 

CTTCGTCTCCAGTCCTCGCACCTGGAACCCCAACGTCCCCGAGAGTCCCCGAATCCCCGC 60 

TCCCAGGCTACCTAAGAGG ATGAGCGGCGCTCCGACGGCCGGGGCAGCCCTGATGCTCTG 120 

CGCCGCCACCGCCGTGCTACTGAGCGCTCAGGGCGGACCCGTGCAGTCCAAGTCGCCGCG 180 

CTTTGCGTCCTGGGACGAGATGAATGTCCTGGCGCACGGACTCCTGCAGCTCGGCCAGGG 24 0 

GCTGCGCGAACACGCGGAGCGCACCCGCAGTCAGCTGAGCGCGCTGGAGCGGCGCCTGAG 3 0 0 

CGCGTGCGGGTCCGCCTGTCAGGGAACCGAGGGGTCCACCGACCTCCCGTTAGCCCCTGA 3 60 

GAGCCGGGTGGACCCTGAGGTCCTTCACAGCCTGCAGACACAACTCAAGGCTCAGAACAG 4 20 

CAGGATCCAGCAACTCTTCCACAAGGTGGCCCAGCAGCAGCGGCACCTGGAGAAGCAGCA 4 80 

CCTGCGAATTCAGCATCTGCAAAGCCAGTTTGGCCTCCTGGACCACAAGCACCTAGACCA 54 0 

TGAGGGTGGCAAGCCTGCCCGAAGAAAGAGGCTGCCCGAGATGGCCCAGCCAGTTGACCC 6 00 

GGCTCACAATGTCAGCCGCCTGCACCATGGAGGCTGGACAGTAATTCAGAGGCGCCACGA 66 0 

TGGCTCAGTGGACTTCAACCGGCCCTGGGAAGCCTACAAGGCGGGGTTTGGGGATCCCCA 7 2 0 

CGGCGAGTTCTGGCTGGGTCTGGAGAAGGTGCATAGCATCATGGGGGACCGCAACAGCCG 7 80 

CCTGGCCGTGCAGCTGCGGGACTGGGATGGCAACGCCGAGTTGCTGCAGTTCTCCGTGCA 84 0 

CCTGGGTGGCGAGGACACGGCCTATAGCCTGCAGCTCACTGCACCCGTGGCCGGCCAGCT 900 
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GGGCGCCACCACCGTCCCACCCAGCGGCCTCTCCGTACCCTTCTCCACTTGGGACCAGGA 960 

TCACGACCTCCGCAGGGACAAGAACTGCGCCAAGAGCCTCTCTGGAGGCTGGTGGTTTGG 1020 

CACCTGCAGCCATTCCAACCTCAACGGCCAGTACTTCCGCTCCATCCCACAGCAGCGGCA 10 80 

GAAGCTTAAGAAGGGAATCTTCTGGAAGACCTGGCGGGGCCGCTACTACCCGCTGCAGGC 114 0 

C AC C AC C ATGT TG ATC C AG CC C ATGGC AG C AG AGG C AGCCTC CT AG CGTC CTGG CTGGG C 1200 
CTGGTCCCAGGCCCACGAAAGAGGTGACTCTTGGCTCTG 1239 (SEQ ID NO: 52) 

Protein sequence for Angiopoietin-like protein, CG57051-05. 



>CG57051-05 

M S G A P T AG AALMLC AATAVL LS AQGGP VQS KS PRFAS WDEMNVLAHGLLQLGQGLREHAE 6 0 

RTRSQLSALERRLSACGSACQGTEGSTDLPLAPESRVDPEVLHSLQTQLKAQNSRIQQLF 12 0 

HKVAQQQRHLEKQHLRIQHLQSQFGLLDHKHLDHEGGKPARRKRLPEMAQPVDPAHNVSR 180 

LHHGGWTVIQRRHDGSVDFNRPWEAYKAGFGDPHGEFWLGLEKVHSIMGDRNSRLAVQLR 240 

DWDGNAELLQFSVHLGGEDTAYSLQLTAPVAGQLGATTVPPSGLSVPFSTWDQDHDLRRD 3 00 

KNCAKSLSGGWWFGTCSHSNLNGQYFRSIPQQRQKLKKGIFWKTWRGRYYPLQATTMLIQ 3 60 
PMAAEAAS 368 (SEQ ID NO: 53) 

. Figure 22. Nucleotide and Protein Sequences For CG57051-02. 

Nucleotide sequence encoding the Angiopoietin-like protein of the invention. 



>CG57051_02 

TGCGGATCCTCACACGACTGTGATCCGATTCTTTCCAGCGGCTTCTGCAACCAAGCGGGT 60 

CTTACCCCCGGTCCTCCGCGTCTCCAGTCCTCGCACCTGGAACCCCAACGTCCCCGAGAG 120 

TCCCCGAATCCCCGCTCCCAGGCTACCTAAGAGG ATGAGCGGTGCTCCGACGGCCGGGGC 180 

AGCCCTGATGCTCTGCGCCGCCACCGCCGTGCTACTGAGCGCTAGATCTGGACCCGTGCA 24 0 

GTCCAAGTCGCCGCGCTTTGCGTCCTGGGACGAGATGAATGTCCTGGCGCACGGACTCCT 3 00 

GCAGCTCGGCCAGGGGCTGCGCGAACACGCGGAGCGCACCCGCAGTCAGCTGAGCGCGCT 3 60 

GGAGCGGCGCCTGAGCGCGTGCGGGTCCGCCTGTCAGGGAACCGAGGGGTCCACCGACCT 4 20 

CCCGTTAGCCCCTGAGAGCCGGGTGGACCCTGAGGTCCTTCACAGCCTGCAGACACAACT 4 80 

CAAGGCTCAGAACAGCAGGATCCAGCAACTCTTCCACAAGGTGGCCCAGCAGCAGCGGCA 540 

CCTGGAGAAGCAGCACCTGCGAATTCAGCATCTGCAAAGCCAGTTTGGCCTCCTGGACCA 600 

C AAGCAC C TAG AC C ATGAGGTGG CC AAAC CTG C C CGAAGAAAGAGGC TGC CCGAG ATGGC 6 60 

CCAGCCAGTTGACCCGGCTCACAATGTCAGCCGCCTGCACCATGGAGGCTGGACAGTAAT 72 0 

. T C AGAGG CGCC ACG ATGG C TCAATGGAC TT C AAC CGGC CC TGGG AAG C CT AC AAGGCGGG 7 80 

GTTTGGGGATCCCCACGGCGAGTTCTGGCTGGGTCTGGAGAAGGTGCATAGCATCACGGG 84 0 

GGACCGCAACAGCCGCCTGGCCGTGCAGCTGCGGGACTGGGATGGCAACGCCGAGTTGCT 90 0 

GCAGTTCTCCGTGCACCTGGGTGGCGAGGACACGGCCTATAGCCTGCAGCTCACTGCACC 960 

CGTGGCCGGCCAGCTGGGCGCCACCACCGTCCCACCCAGCGGCCTCTCCGTACCCTTCTC 102 0 

CACTTGGGACCAGGATCACGACCTCCGCAGGGACAAGAACTGCGCCAAGAGCCTCTCTGC 10 80 

CCCATCGGTGGCTCAAAGACCTGACCATGTTCCCTCTCCCCTGACCCCGGCAGGAGGCTG 114 0 

GTGGTTTGGCACCTGCAGCCATTCCAACCTCAACGGCCAGTACTTCCGCTCCATCCCACA 1200 

GCAGCGGCAGAAGCTTAAGAAGGGAATCTTCTGGAAGACCTGGCGGGGCCGCTACTACCC 1260 
GCTGCAGGCCACCACCATGTTGATCCAGCCCATGGCAGCAGAGGCAGCCTCCTAG 1315 
(SEQ ID NO: 54) 

Protein sequence for CG57051-02. 

>CG57051_02 

MSGAPTAGAALMLCAATAVLLS ARSGPVQSKS PRFAS WDEMNVLAHGIjLQLGQGLREHAE 6 0 

RTRSQLSALERRLSACGSACQGTEGSTDLPLAPESRVDPEVLHSLQTQLKAQNSRIQQLF 12 0 

HKVAQQQRHLEKQHLRIQHLQSQFGLLDHKHLDHEVAKPARRKRLPEMAQPVDPAHNVSR 180 

LHHGGWTVIQRRHDGSMDFNRPWEAYKAGFGDPHGEFWLGLEKVHSITGDRNSRLAVQLR 24 0 

DWDGNAELLQFSVHLGGEDTAYSLQLTAPVAGQLGATTVPPSGLSVPFSTWDQDHDLRRD 3 0 0 

KNCAKSLSAPSVAQRPDHVPSPLTPAGGWWFGTCSHSNLNGQYFRSIPQQRQKLKKGIFW 360 
KTWRGR Y Y PLQATTML I QPMAAE AAS 386 (SEQ ID NO: 55) 
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Figure 23. Nucleotide and Protein Sequences For CG57051-03. 



Nucleotide sequence encoding the Angiopoietin-like protein, CG57051- 

>CG57051-03 

CCCCG AG AGT CC C CG AAT CCCCGCTCC C AGG CT AC C TAAG AGG ATGAGCGGTG CTC CG AC 6 0 

GGCCGGGGCAGCCCTGATGCTCTGCGCCGCCACCGCCGTGCTACTGAGCGCTCAGGGCGG 120 
ACCCGTGCAGTCCAAGTCGCCGCGCTTTGCGTCCTGGGACGAGATGAATGTCCTGGCGCA 180 
CGGACTCCTGCAGCTCGGCCAGGGGCTGCGCGAACACGCGGAGCGCACCCGCAGTCAGCT 2 4 0 
GAGCGCGCTGGAGCGGCGCCTGAGCGCGTGCGGGTCCGCCTGTCAGGGAACCGAGGGGTC 3 00 
CACCGACCTCCCGTTAGCCCCTGAGAGCCGGGTGGACCCTGAGGTCCTTCACAGCCTGCA 360 
G AC AC AACTCAAGGCTCAG AAC AG CAGGAT C CAGCAACTCT TCCACAAGGTGGCCCAG CA 4 20 
GCAGCGGCACCTGGAGAAGCAGCACCTGCGAATTCAGCATCTGCAAAGCCAGTTTGGCCT 4 80 
CCTGGACCACAAGCACCTAGACCATGAGGTGGCCAAGCCTGCCCGAAGAAAGAGGCTGCC 540 
CGAGATGGCCCAGCCAGTTGACCCGGCTCACAATGTCAGCCGCCTGCACCATGGAGGCTG 6 00 
GACAGTAATTCAGAGGCGCCACGATGGC TCAGTGGACTT CAACCGG CC CTGGGAAGC CTA 660 
CAAGGCGGGGTTTGGGGATCCCCACGGCGAGTTCTGGCTGGGTCTGGAGAAGGTCCATAG 720 
CATCACGGGGGACCGCAACAGCCGCCTGGCCGTGCAGCTGCGGGACTGGGATGACAACGC 7 8 0 

CGAGTTGCTGCAGTTCTCCGTGCACCTGGGTGGCGAGGACACGGCCTATAGCCTGCAGCT 84 0 
CACTGCACCCGTGGCCGGCCAGCTGGGCGCCACCACCGTCCCACCCAGCGGCCTCTCCGT 9 00 

ACCCTTCCCCACTTGGGACCAGGATCACGACCTCCGCAGGGACAAGAACTGCGCCAAGAG 960 

CCTCTCTGGAGGCTGGTGGTTTGGCACCTGCAGCCATTCCAACCTCAACGGCCAGTACTT 102 0 

CCGCTCCATCCCACAGCAGCGGCAGAAGCTTAAGAAGGGAATCTTCTGGAAGACCTGGCG 10 80 

GGGCCGCTACTACCCGCTGCAGGCCACCACCATGTTGATCCAGCCCATGGCAGCAGAGGC 114 0 
AGCCTCCTAG 1150 (SEQ ID NO:56) 



Protein sequence for CG57051-03. 

>CG57051-03 

MSGAPTAGAALMLCAATAVLLSAQGGPVQSKSPRFASWDEMNVLAHGLLQLGQGLREHAE 6 0 

RTRSQLSALERRLSACGSACQGTEGSTDLPLAPESRVDPEVLHSLQTQLKAQNSRIQQLF 12 0 

HKVAQQQRHLEKQHLRIQHLQSQFGLLDHKHLDHEVAKPARRKRLPEMAQPVDPAHNVSR 180 

LHHGGWTVIQRRHDGSVDFNRPWEAYKAGFGDPHGEFWLGLEKVHSITGDRNSRLAVQLR 24 0 

DWDDNAELLQFSVHLGGEDTAYSLQLTAPVAGQLGATTVPPSGLSVPFPTWDQDHDLRRD 3 00 

KNCAKSLSGGWWFGTCSHSNLNGQYFRS I PQQRQKLKKGI FWKTWRGRYYPLQATTMLIQ 3 6 0 
PMAAEAAS 3 68 (SEQ ID NO: 57) 
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